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Plenary Keynote Sessions

Opening Remarks

855 Rachel Ravens, Founder and Managing Partner, 46health 9:25 Opening Remarl.(s
Rachel Ravens, Founder and Managing Partner, 46health
900 Al for Genomic Medicine: A Multimodal Deep Learning Journey from Molecules to Single Cells
Manolis Kellis, Professor of Computer Science, MIT A n A 4 -
1015307 of omputer science Reading & Rewriting Life: A Reflection on the Impact of The Human Genome Project, and The Future of Genomics
ining High: Methods Utilizing the icon96 System and AutoNorm — From Single-Cell to Bulk Applications N .
Medical School
9:30 Aziz Al'Khafaji, Dlrector Molecular R&D PI, Methods Development Lab, Genomics Platform, Broad Clinical Labs, Broad Institute of MIT and Harvard 9:30 George Chufch, Pvrofevs.sor.of Genetics, Harvard . .
Sponsored by N6 Mark Adams, Professor & Interim Scientific Director, The Jackson Laboratory for Genomic Medicine
Sorin Istrail, Julie Nguyen Brown Professor of Computational and Mathematical Sciences, Brown University
PANEL : From Hype to Value: Al & Machine Learning Powering Precision Drug Discovery
§ Justin Scheer, Vice President, In Silico Discovery, Johnson & Johnson Innovative Medicines ) )
10:00 Birgit Schoeberl, VP & Head of Data42, Novartis PANEL DISCUSSION: Multi-Modal Data at Scale: Discovery, Governance, and Trust
ustin H. Johnson, Executive Director, Oncology Data Science, AstraZeneca Oncology R&D ohn Tallarico, Global Head of Discovery Sciences, Novartis
ry
1030 The Al-Driven Future of Health: From to and 10:15 Stacey Gabriel, Executive Vice President, Platforms and Scientific Execution, The Broad Institute of MIT and Harvard
: Leroy Hood, CEO, Phenome Health & President, Institute for Systems Biology Melina Claussnitzer, Director, Broad Diabetes Initiative and Faculty, Center for Genomic Medicine & Endocrine Division, Massachusetts General Hospital
11:00 NETWORKING BREAK AND SPEED NETWORKING Woody Sherman, Founder and Chief Innovation Officer, PsiThera
MULTI-OMICS BIOPHARMA DATA 11:00 NETWORKING BREAK AND SPEED NETWORKING
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" MULTI-OMICS AlIN DRUG DISCOVERY BIOPHARMA DATA
PANEL DISCUSSION: Spatial - IAL STAGE EPIGENETICS STAGE CANCER OMICS STAGE
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What's Hype, What's Missing
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Jasmine Plummer, Director, -
Center for Spatial OMICs, St. Jude Transforming Early
Foundation Model-Based Al From Barriers to Blueprints: Children's Research Hospital . PANEL DISCUSSION: Cancer Detection,
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and What Comes Next and Disease Solid-Tt i lonalizi I of Cell Identity Professor of Pathology, Director Machinery: Structural Whole-Genome Data to Al Systems: Surveillance with
. N L Prediction from Peripheral Blood through Morris, Associate of the Spatial Technologies Unit, Mechanisms of Epigenetic Operationalising Al in Liquid Biopsies
11:30 Niall Lennon, Senior Director, Benjamin Sun, Director, Head Virginia Savova, Head of and Decision Intelligence Professor of Medicine and Systems Harvard Medical School Regulation in Cancer gad Getz,CDlre(ttorluf th‘eACar(er o, :
Senomics Platform and Institute e A i Gl Cell-targeted Precision Medicine, Felix Francis, Associate Director, Biology, Brigham and Women's Katy Barner, Victor H. Yngve Evan Worden, Assistant Professor, Group, The Broad nstitute of MIT Right Read for A powsrsdicrosss - P Polyploid Aparna Parikh,
CentsLInaSroadonsttes e OIS Ces Oncology Data Science and Al Data Modeling Lead, Takeda Hospital & Harvard Medical Distinguished Professor of Van Andel Institute (% i . Level Cross-Scale ulia Fox, Director, Data Target Gene i Associate Professor,
MIT and Harvard Bristol Myers Squibb 8y s 8! and Harvard the Right Task: h . . " Cardiomyocytes n
= AstraZeneca School Engineering and Information Orchestratin Cross-Species Multi- Sciences, Takeda Notebook: A Dual-Use Multimodality of Define Niche-Specific Homology Search in Harvard Medical
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g a H E = S profgssir(a;.f'Bmamoedit;gﬁgmseenng a g iologics Pipeli g For Drug Neuroscience, Eli Lilly Jennifer Heymont, Asaf Rotem, Senior Heart Senior Graduate Assistant Professor,
« = = Py a > hd Discove : i i f i i
S < 2 5} ry N Radiation Oncology,
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1200 | g 5 9 (e B ) 8y © | Joseph Caruso, Sr. Field Application & Rory Kirchner, Principal = | Daria Shlyueva, Senior Scientist, | 8 Mike Khan, Technical Sales & | Marc Claesen, Founder and CTO, | & | Non-Invasive Cancer Resolution | < N Gents Bl 02 ; g Ben DeMeo, Senior | = ° " o Early Detection,
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1230 Bharat Thyagarajan, Laboratory Shuwei Li, Director, Population Discovery Computational Biology, Management in the Age of Al tinydenseR Nick James, Postdoctoral Associate, Whitney /e per Sosnts A hacl Toloramies . 3| inPreventionand | 2| andEpigenomeat || Next:Generatlon |Z andThroughputof g Technologies = EIlD ui | viaStress Signalling | & | 1 nunotherapy
Medicine and Pathology Vice . . i s g Yunha Hwang, Assistant Professor = . . g . National Institute of Neurologica Michael Tolstorukov, Director of 4 =l A T i jologics Di ] < 3 and Transposons
Chair for Translational Research, nahtics R Ins/shts Datascieies o Esal and Co-Founder, MIT & Tatta Bio Redrofallanez Alimelda;lssnior cencegforiidvancediResearch Disorders and Stroke (NINDS)" Bioinformatics and Molecular Data, 1200w Disease 5 | single-Cell Resolution | & pem Y |2 caleb Lareau, Assistant | 5| Fel Chen. Associate P 2 Scott Manali
University of M1 3 DPDS, Johnson & Johnson, Martin Bringmann, Senior Director Expert II, Data Science, Novartis Technologies, University of e e L e = . =] Alexandra Fish, Yuan Lin, Director, < b > a | Professor, Harvard Richard Hunter, 2 el
(L 37 Gl L T Innovative Medicines Translational Neuroscience, Rochester w | Michael Cook, Chief | S| Thomas Norman, g VP of Tech-Enabled Lif e =2 | O Member, Computational | v Universit fesso ©'| Professor of Biological
Johnson & Johnson £ | Science Officer, Our Associate Member, o ° esc _snavied e BlerallERiols and Systems Biology niversity REEERIAR esfsor, - and Mechanical
) " ’ ciences, , Pfi: 4 niversity of ) "
Rodney Marable, Executive e Future Health Memorial Sloan | & Gl Glccicelbtizey Program, Memorial Spenetellay et 2o Massl;chuse[g - Engineering, MIT
Director, Scientific Computing and = Kettering Cancer . Sloan Kettering Cancer Biological Engineering
Informatics, Flare Therapeutics g Center Sponsored by Center
5 Genomics LTD
INNOVATION STAGE OVER LUNCI 2
@
Best Practices in Single-Cell and Spatial Sequencing: How to Plan & Validate Experiments . . i Operati izi Bayer's R&D Data . Single Cell Spatial _Rewriting The Technologies for
13:05 Judith Vivié, Co-founder and COO, Single Cell Discoveries :llg Data, Big Foundation Models spatial S‘C\l:me E‘it’;yﬂem Le:_rmng Cfellular e e ee Ultrasensitive ctDNA
Sponsored by Single Cell Discoveries Problems: Building § - A Central Nervous Kinetics from argeting Epigenetic Detection
" " Infrastructure for fou A IEanscr s System to Improve Multimodal Single-cell Drivers of Childhood
From Sample to Long Reads: High. -Weight DNA Research at Any Scale Snabisis :ht"“lclal Trllalts. Dl Efficiency and y ony Cancer Viktor Adalsteinsson,
13:20 Brandon Easparro, Product Manager, Omega Bio-tek 12:30 Smita Krishnaswamy, athology Integration Rates in Pharma Development in a Director, Gerstner
) i i : ' i i Michael Koldobskiy, 4
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1335 (e G el ez Cenriaia s (B atghmant: ( asal e s e Research (ETFTHET SEEEE, VENS (TS ETF ASHOAELES Computational Biology, York Genome Center Postdoctoral Fellow, Hopkins University o d
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W | Genomic sampling to Diagnose | of Proteins Abundance g P 8 . 8 of Imputation on Spatial and 2 | Taming The . Reagan Mogire, Postdoctoral Research Fellow, NHGRI
Discovery: Applying Foundation Curation of Large Scale 'Omics Spatiotemporal Dynamics in o ger to
& | Neurodegenerative Diseaseat | & Control across Single Cells in s Single-Cell = in Cancer
| F : = Bl Neurod b Models and Al to Targeted Data for Biomarker Discovery | O Colon Aging e | e e Biomarker . - - -
1410 | G an Ultra-Fast Spee o) e Identification in ADPKD i 2 i 8! g i F.A.D.E. (Fully Agentic Drug Engine): A Conversational Al Platform for Drug Discover:
Esther Rheinbay, Assistan
< | chun-Chieh Lin, Assistant Professor | 2 | Mahlon Collins, Research Innovation Eauseniivasson jeepioneclent=a I Aidan Daly, Computational Claudia Rangel-Escarefio, Principal | = | Mukesh Verma, Chief, National S IGNEEY, Aegsin Yy Ag 8 Eng
£ | of Pathology, Geisel Schoolof | g |  Coordinator, Parallel Squared Ti BS:taCaSE;;tzesi‘n;?’;Etxi;;ert I 2 Bioinformatics, AbbVie g| scentst Ng:vn\tr:rrk Genome Investigator, Tecnolégicode | & Cancer Institute (NCI) § Genz;‘;fleéfgh"awgg‘;‘:ﬁ'I"::tsifme 1315 Natesan Mani, Research Assistant, Northeastern University
gl Medicine, Dartmouth College ; Technology Institute (Slavov Lab) z ! g g terrey 2 =l Harvard Medical School Jason Kantorow, Graduate Research Assistant, Northeastern University
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= E 3 Towardsibersonalized < | Genomics at the Point of Care: | & - . = > Enriched Tandem Repeat Reveal 'y and Effects in Sporadic ALS
o Therapeutics: Machine a z k4 Unlocking Greater Flexi < 13:25 PR
H I Solvi " a ing-Dri f | < Building the Data Foundation for < . N PPN g M N o H Spatially Resolved Repeat Yebin Kim, Researcher, New York Genome Center
T > | Solving a g: of = Z Hidden in Plam_ sught._nruggable s in _Spatlal Transcriptomics | Long-Read Epigenetics and the | T T e G 3 g
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240 S Christine Eng, Chief Medical 3 | Runtime, Cost, GPU Access, and | 2 Biomarkers B Llf:sge;’ce:;:ium"s ae:d Sifar(ee £ Standard Annotation E Segmentation Tools E 5 4 egl;a o~ e a andc‘I?ur:or-gMicroen oment 1335 Haplograph: A Targeted Long-Read Assembly, Variant Calling, Phasing and Methylation Analysis Toolkit
14:40 | @ | Officer, Chief Quaiity Officer, Baylor | & Failed Jobs g Puneet Saxena, Director = TTEC Digital &1 = | parashar Dhapola, CEO, Nygen = Manisha Ray, Sr. Director, fgf| <tcfan lsaac, Assistant Professor, (g8 Crosstalk Hang Su, Postdoctoral Researcher, Broad Institute of MIT and Harvard
z Genetics 3 | Fengbo Ren, Founder & CEO, Fovus | 2 |  Computational Biology, Excelra | & & g Analytics AB Applications Development & Lab | = iochemistry and Cell Biology, | & o
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